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Sequence listing 

<1 10> Epigenomics AG 

<120> Method for investigating cytosine methylation in DNA with the help of DNA repair enzymes 
<160> 8 

<aio> x 

<2H> 26 
<212> DNA 

<213> Artificial Sequence 
<22Q> 

<223> chemically treated genomic DNA {Homo sapiens) 
<400> 1 

gaagttgata gatgggtatt ttttga 

<210> 2 
<211> 19 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> chemically treated genomic DNA (Homo sapiens) 

<400> 2 

cccccttcct aatcctcaa 

<210> 3 
<211> 19 
<212> DMA 

<213> Artificial Sequence 
<220> 

<22.3> chemically treated genomic DNA {Homo sapiens) 
<40O> 3 

gcggaatttg agaggcgta 

<210> 4 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> chemically treated genomic DNA (Homo sapiens) 
<40G> 4 

gcgttgtgaa ttttggggag 

<210> 5 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> chemically treated genomic: DNA (homo sapiens) 
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<40Q> 5 

cacaacgcct tacgcctctc 

<210> 6 
<211> 21 
<212> 0NA 

<213> Artificial Sequence 
<220> 

<223> chemically treated genomic DHh {Hostso sapiens) 
<400> 6 

caaattccgc ccctaccccc c 

<210> 7 
<2X1> 27 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> chemically treated genomic DNA (Homo sapiens) 
<40O> 7 

taatcctcag cacttccctc acaacct 

<2io> a 

<211> 128 
<212> DHA 

<213> Artificial Sequence 
<220> 

<223> chemically treated genomic DNA (Homo sapiens) 
<400> 8 

gaagttgata gatgggtatt ttttgacggg gggtaggggc ggaatttgag aggcgtaagg 
cgttgtgaat tttggggagg ggggtagttt gtaggtcgcg agggaagcgt tgaggattag 
gaaggggg 



